Lynn protein spectra acquired on the sample given to Julie by Savannah, May 13, 2011

Two Olis computerized instruments were used: a normal HP 8452 under Olis computer control and an Olis CLARiTY 1000 absorbance model. 
Data acquisition time for the HP was 3.5 seconds (fig 1) and for the CLARiTY was 1.7 seconds for the first (fig 2) and 5 seconds for the second (fig 3).  
The CLARiTY was operating at a scan rate of 100 scans/ second.  The data returned to the screen were already averaged to 6.2 scans/ second.  Thus for the 5 second scan, 31 scans were shown, coming from a total of 500 actually acquired.
Figure 1: Original concentration Lynn protein on an HP 8452 diode array.  Notice Y-axis and the “apparent high absorbance” of 2.8, exactly as one expects from a highly scattering sample.
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Figure 2: Original concentration on an Olis CLARiTY 1000.  Absorbance is now reported as 0.002 to 0.012
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Figure 3: Half mil of protein now in sufficient water to fill the 4 mL DSPC.  A total of 5 seconds acquisition time at an acquisition rate of 6.2 scans/ second; thus, 31 scans shown
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Figure 4: Average of the 31 scans shown in Fig 3
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Figure 5: Same data set, with an 11 point digital filter applied.  Absorbance is now calculated to be 0.002 to 0.014 AU.
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Figure 6: Figure 4 & 5 spectra overlaid
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Figure 7: Difference between filtered & unfiltered, verifying that no structure was added or lost
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Figure 8: A zoomed in view of spectrum shown in Figure 5
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